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SEQUENCE LISTING 

<110> Manfredi, John 

Benton, Benjamin K. 
Wu, Meny-Yu 

<120> CELLS HAVING AMPLIFIED SIGNAL TRANSDUCTION PATHWAY RESPONSES 
AND USES THEREFOR 



<130> CPI-088 

<140> 09/378,046 
<141> 1999-08-20 

<160> 18 

<170> Patentln Ver . 2.0 




<210> 1 
<211> 26 
<212> DNA 

<213> synthetic construct 
<400> 1 

gctaagatag agtttgctcc ggacgg 

<210> 2 
<211> 29 
<212> DNA 

<213> synthetic construct 
<400> 2 

ccggatccat gatggaaact cctacagac 

<210> 3 
<211> 24 
<212> DNA 

<213> synthetic construct 
<400> 3 

atacattttt acattcaccc ctgg 

<210> 4 
<211> 31 
<212> DNA 

<213> synthetic construct 
<400> 4 

gggcggccgc tatatataat ccatatggag g 

<210> 5 
<211> 4 
<212> PRT 

<213> synthetic construct 



26 



29 



24 



31 



<400> 5 

Met Ala Gly Ser 
1 




-2- 
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<210> 6 
<211> 36 
<212> DNA 

<213> synthetic construct 
<400> 6 

ggggatccat gatggaaact cctacagaca atatag 36 

<210> 7 
<211> 26 
<212> DNA 

<213> synthetic construct 



<210> 8 
<211> 36 
<212> DNA 

<213> synthetic construct 
<400> 8 

gggcgtctca gatcgatggc agcacatcag atggac 36 

<210> 9 
<211> 29 
<212> DNA 

<213> synthetic construct 



<210> 10 
<211> 39 
<212> DNA 

<213> synthetic construct 
<400> 10 

ccattagatt ctcaaagagt tttttcctgc gctatttcg 39 

<210> 11 
<211> 39 
<212> DNA 

<213> synthetic construct 



<210> 12 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 



<400> 7 

cgaacgtctg cctttgaagt ggtgcc 



26 



<400> 9 

gggcggccgc tattgataac ctggagacc 



29 



<400> 11 

cgaaatagcg caggaaaaaa ctctttgaga atctaatgg 



39 



<400> 12 

Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly 
15 10 
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<210> 13 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 
<400> 13 

Leu Leu Leu Leu Gly Ala Gly Glu 
1 5 



<210> 14 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 
<400> 14 

Leu lie His Glu Asp lie Ala Lys Ala 
1 5 



<210> 15 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 
<400> 15 

Gin Ala Arg Lys Leu Gly lie Gin 
1 5 



<210> 16 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 
<400> 16 

Leu lie His Glu Asp lie Ala Lys Ala 
1 5 



<210> 17 
<211> 5 
<212> PRT 

. <213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 
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<400> 17 

Asp Val Gly Gly Gin 
1 5 



<210> 18 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : CONSENSUS MOTIF 



<223> Xaa's at positions 2 and 3 represent aliphatic amino acids 
<220> 

<223> Xaa at position 4 is any uncharged amino acid 

<400> 18 

Cys Xaa Xaa Xaa 



<220> 



